Sequences and locations of the two haplotype-specific primers designed in this study (cytbNigoroL for Carassius buergeri and its polyploid, and cytbGengoroL for C. cuvieri), with aligned sequences of the mitochondrial cytochrome b gene of four selected haplotypes from C. buergeri (or its polyploid) and C. cuvieri from Lake Biwa. Nucleotides identical to the first sequence are denoted by dots. Nucleotide positions are numbered according to the whole cytochrome b gene (1,141 bp) Erratum to: Molecular identification of species and ploidy 177
